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GCAGTGAGCG 
GGACTCTTCT 
CTGGAGCGCA 
GGAGGCATCG 
TCAGCGTCTT 
ATTCTTTCGT 
TGCCGTTTTG 
TTAAGATGTC 
GAGTTCTCAA 
AAAGAGACAA 
TTGTTTCTGT 
GAATTTAATT 
ATTTGGGTTC 
CCTCGTGC 



CAGCTAGCCT 
CCACGCTGCC 
AGGAGGACTG 
TCGGCATTTT 
CTCTCGCCAC 
GTAAAGATAT 
TCTTCTTCTA 
TTTCATGTGT 
GTGACAACCA 
GCATAAACAA 
TCCTAATTCC 
CTCTTTTTAC 
TTAAACTTAA 



GACGCAGATG 
CTTCCCCGTC 
AGGCGCCGCC 
CGTTTAGACC 
GACGGTCCCC 
GTTTATTTTT 
AGGTGTGTGT 
ATATGCCTCT 
TTGGGGTTTC 
TGTGCCCTGT 
TTTAAAAAAT 
GGTTAAGATT 
TTTCTGGCCT 



CCCGCCGGCA 
TACAGCAACG 
CGTCCTGGGC 
TTTAATTCTA 
ATTCCACCCC 
TGCCTTCAGA 
TGGGTTGTTT 
GCCATAGAAT 
TTCATAAAGA 
TTGACTAAGT 
AGGGGGAATA 
TTAAGATTTT 
GTGACTAGAA 



ACGTGTTCAC 
GCATCCACGC 
CCGGCCAGGC 
GCACTTTGAA 
CTCTTTCTTT 
GGGTCAGACG 
TGCTT TCCTT 
ACTCAGTCTT 
TCTTGATATG 
CAAATGAAAT 
GTATTTTAGA 
CTTACTTGCA 
TGTTTAAAAA 



CACGGCCGAG 
GGCACAGACT 
CCCGCTTGGA 
TTCGAGCAGG 
CACCTGACTT 
ACCAGTTGCC 
TGCATCTTTA 
GTGGTCAAGA 
ATCAAGATGG 
AGGGTGGTTT 
ATTTTATGCA 
CATAAAAATA 
AAAAAAAAAC 
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Seq ID NO: 142 DNA Sequence 

Nucleic Acid Accession #: XM_166946.2 

Coding sequence; 1..1641 

1 11 21 31 

I I I I 

ATGGGCTCTG ACTCTCGGCT TCCTGAGATG GAGGAGAAAG 
TGGTCCGGAG CTCTTCTGGC TGAGGTGAAG AACCAGGGCT 
CTGGTTTTGA AGGCAGAGCT GGTGGAATGG TACACGTCAG 
CATCGATTAA AAATGGACCT TCTTAAGGAG AGGCACCACC 
ATCAAGCGCT GCAGCGGCCT CATGGGCCTG AACTGGAGTT 
TCACCCCTTG CGAGGAGTCA AGAGAAACAC CACGGGGCAA 
GCGTTGAGCT TCAGAAAGCT CAGAAAACTA AAGCGACCCC 
AAGAGCTGGC GGGGGCGCAC GGGCAGCGCT GCGGACAGCC 
~ 'GTGCAGGCGG CGCTCCTCAG CACGCACCCT TTCGTGCCCT 
GACGGGCTAG GGGGCGCCTT CGGAGCCCTG GACAAGGGCT 
ACCGGGGCTC CGGCGGGTGC GCTGCTGTCG GGAGCCGAAG 
ACCCGCGATC TACTCAGCTT CATTGACTCG GCGTCCAGGA 
AAGCCGGGCA AGTCGAAGCG GAAGGTGAAC CACCGCAACG 
GCCCACGGCA AGGCTGCCCC CCGGCGGGAG GCGTCGCAGG 
CAAAGCCGAA GTCTGGCCGC GCTCTTCGAC TCGCTGCGCC 
CCGGCGGGGG GTGAGGTGGC TGCGCCGGCG GCCGGGCTAG 
GCGGGAGGGG ACGTGGCAGG CCCCGCGGGG GCCACGGCGA 
CCGCTGCGGG CACGCAATCT GCCTCCGTCC TTCTTCACGG 
GGCGGGTGTG GCCCGTCGGG GCCGGACGTG AGCTTGGGCG 
GCCGTGGAGT TCTTTGAGCT GCTGGGGCCC GACTACGGCG 
TTGCTTGCCG CCGAGCCTCT CGACGTGTTC CCCGCCGGAG 
CCGGAGCTGG AGCCCGGCCT CTTTGAGCCG CCGCCGGCAG 
CCCGAGCCCT GGAGCGTCCC GGGCTGCTCC CCGACCAAAA 
CGCGGCGGCT TGACCTTGAA CGAGCCCTTG AGCCCCCTGT 
CCCGGCGGGG AGGACGGGCG GGGCCATTTG GCCTCTTTCG 
GCCCTGCCCC CGCCGCCGCC GCCCCATCAG GTGTCCTACG 
CGCACCGCCT ATTCCAGCCT TT GG AG AT CC GACGGGGTTT 
GAGGGGGCGC ACCGGGACTG A 



41 51 

I I 
GGTCTGGGGA CAAAGCTGGC 
TGAAACTATG TGAGTGGATG 

tgattgtagg gcaacagggg 
gcaagtacct gcagaagcct 
tgagaccagc catctcttcc 
agggaaacga aggagttaag 
ccactcctcc aagccaggct 

CGGGAGCCGC GGCGATGGCG 
TCGGCTTCGG""GGGCTCCCCG - 
GCTGTTTCGA GGACGATGAG 
GAGGGGACGT GCGCGAGGCC 
ACATCAAGCT GGCGCTGGAC 
CCCCGACAGT CGCGGCCCCG 
CCGCCGCGGC CGCCAGCTTG 
ACGTGGCCGG GGGTGCCGAG 
GAGGTGCGGG CACTGGGGGC 
TCCCAGGGGC CAGGAAGGTC 
AGCCGTCCCG GGCAGGCGGC 
ACCTGGAGAA GGGCGCGGAG 
COGGCACGGA GGCGGCAGTC 
CCTCCGTAGT GCGGGGACCC 
TGGTGGGAAA CCTACTGTAC 
AGAGCCCCCT GACTGCCCCC 
ACCCCGCCGC TGCGGATTCT 
CCCCCTTCTT TCCAGACTGC 
ATT ACAGCGC GGGCTACAGC 
GGGAAGGGGC GCCGGGGGAG 



Seq ID NO: 14 3 DNA Sequence 

Nucleic Acid Accession #: NM_022 123.1 

Coding sequence! 76.. 2781 

1 11 21 31 41 

I I I I I 

CCACGCGTCC GACGCCCCCC ACCCGGGAGG GGGGAGAGAG GCAAAAAGTA 
AAAAATAGCA GGAAGATGGC GCCCACCAAG CCCAGCTTTC AGCAGGATCC 
GAACGTTTAC AAG CATTGAG AAAGGAGAAA TCCCGAGATG CTGCTCGCTC 
AAAGAAAACT TTGAGTTCTA TGAATTGGCC AAGTTGTTGC CTCTTCCTGC 
AGCCAGCTCG ACAAGGCATC CAT CATT CGA CTTACAATTA GCTATCTGAA 
TTTGCTAACC AGGGGGACCC TCCGTGGAAC TTGCGAATGG AAGGCCCTCC 
TCAGTAAAAG GTGCACAGCG AAGGAGAAGC CCCAGTGCAC T AG CCATTG A 
GCACATTTGG GAAGCCACAT TTTGCAGTCC CTGGATGGCT TTGTATTTGC 
GAAGGAAAAT TTTTGTACAT TTCCGAAACA GTCTCCATCT ACCTAGGCCT 
GAGCTGACAG GCAGCAGTGT CTTTGACTAT GTCCACCCCG GAGATCACGT 
GAGCAGCTGG GCATGAAGCT CCCCCCTGGG CGGGGTCTCC TGTCACAGGG 
GACGGAGCCA GCTCAGCATC TTCCTCCTCT CAGTCGGAGA CCCCCGAGCC 
ACCAGCCCCA GTCTGCTAAC CACTGACAAC ACTCTTGAGC GTTCCTTTTT 
AAATCTACTC TGACCAAACG CGGTGTGCAC ATCAAATCAT CAGGATATAA 
ATAACAGGCC GGCTACGCCT GAGAGTGTCG CTGTCCCACG GGAGGACCGT 



-^TCATGGGTC TCGTGGTTGT TGCGCATGCC TTGCCTCCCC"~CTACGATCAA 
ATTGACTGCC ATATGTTCGT CACTCGAGTA AATATGGACC TCAATATCAT 
AATAGGATTA GTGATTATAT GGATCTGACC CCTGTAGATA TCGTAGGGAA 
CACTTCATCC ATGCTGAAGA CGTGGAGGGC ATCAGGCACA GTCACTTGGA 
AAGGGTCAGT GTGTGACAAA GTACTATCGC TGGATGCAGA AGAACGGAGG 
ATACAGTCCA GTGCCACCAT AGCTATTAAT GCCAAGAATG CAAATGAAAA 
TGGGTGAATT ACCTTCTTAG CAATCCTGAG TACAAGGACA CACCCATGGA 
CTCCCCCATC TGCCGGAGAA AACTTCCGAA TCCTCGGAGA CATCCGACTC 
TCTAAAGACA CCT CAGGTAT TACAGAGGAC AACGAGAACT CCAAGTCCGA 
AACCAGTCCG AGAACAGCGA AGACCCGGAG CCCGACCGGA AGAAGTCGGG 
GACAACGACA TGAACTGCAA CGACGACGGC CACAGCTCCA GTAACCCGGA 
AGCGACGACA GCTTCGAGCA CTCGGACTTT GAGAACCCCA AGGCGGGCGA 
GGTGCTCTGG GCGCGATGCA GATCAAGGTG GAGCGCTACG TGGAGAGCGA 
CGG CTGCAG A ACTGCGAGTC ACTCACGTCC GACAGCGCCA AGGACTCGGA 
GAGGCGGGCG CGCAGGCCTC CAGCAAGCAC CAGAAGCGCA AGAAAAGGCG 
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1 

AGAGAGGAAA 


60 


TTCCAGGCGA 


120 


CCGCCGGGGA 


180 


AGCCATTACC 


240 


AATGAGGGAC 


300 


ACCTAACACA 


360 


AGTATTTGAA 


420 


ACTAAATCAG 


480 


CTCACAAGTG 


540 


GGAGATGGCT 


600 


CACTGCTGAG 


660 


AGTGGAGTCA 


720 


CATCCGAATG 


780 


GGTGATTCAC 


840 


CCCCAGCCAA 


900 


T-GAAGTCAGA— 


—960 


TTACTGTGAA 


1020 


GAGATGCTAC 


1080 


CTTGCTGAAT 


1140 


AT AT ATTTGG. . 


1200 . 


GAATATCATC 


1260 


CAT CGCACAG 


1320 


TGAGTCAGAC 


1380 


CGAGAAGGGG 


1440 


CAACG CGTGT 


1500 


CAGCCGCGAC 


1560 


GGACGGCTTC 


1620 


GTCGGACCTG 


1680 


CAGCGCAGGC 


1740 


GAAACGGCAA 


1800 
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AAGGGCGGCA 
GCGGGCCTGG 
ATCAAGACGG 
CCGCCCAACC 
TCTGAGCACT 
CACGTGGCCA 
AAGA CTCAGT 
TCACCCCCGC 
GGCGGGGGCG 
GGGGACCTGG 
AGGGTGACCG 
ACCATCCGCT 
GCGCACGCTG 
CCCATGGAGA 
GCAGTGAGCG 
GGACTCTTCT 
CTGGAGCGCA 
GGAGGCATCG 
TCAGCGTCTT 
ATTCTTTCGT 
TG CCGTTTTG 
TTAAGATGTC 
GAGTTCTCAA 
AAAGAGACAA 
TTGTTTCTGT 
GAATTTAATT 
ATTTGGGTTC 
CCTCGTGC 



GCGCCAGCCG 
TGGAGCCCCC 
AGATCTCAGA 
GGGAGATCTC 
TCCCGTCCCC 
TTCCCGACTC 
TCGGCGCCTC 
TCTCGGCGTC 
GCGGCGCGGG 
AGGCGCTGCA 
GGACCCTGGC 
ACGCGCCCGC 
TTAACTTCGT 
TGCTCTACCA 
CAGCTAGCCT 
CCACGCTGCC 
AGGAGGACTG 
TCGGCATTTT 
CTCTCGCCAC 
GTAAAGATAT 
TCTTCTTCTA 
TTTCATGTGT 
GTGACAACCA 
GCATAAACAA 
TCCTAATTCC 
CTCTTTTTAC 
TTAAACTTAA 



CCGGCGCCTG 
GCGGCTGCTG 
ACCCATCAAT 
CAGGAACGAG 
GCAGGGCGGC 
GGTCCTCACC 
GGCCACCGCG 
CCCGCGGGAC 
GGGCGGCGGC 
GAGGTTGCAG 
CGCCACCAGC 
CGAGGTGACC 
GGACGTTAAC 
CCACGTGCAC 
GACGCAGATG 
CTTCCCCGTC 
AGGCGCCGCC 
CGTTTAGACC 
GACGGTCCCC 
GTTTATTTTT 
AGGTGTGTGT 
ATATGCCTCT 
TTGGGGTTTC 
TGTGCCCTGT 
TTTAAAAAAT 
GGTTAAGATT 
TTTCTGGCCT 



TCCAGCGCGT 
TCCTCCCCCA 
TTCGACAATG 
TCCCCCTACA 
GGCGGTGGGG 
CCGCCCGGCG 
GCCCTGGCCC 
AAGCACCCCG 
CCCAGCGCGT 
GCGGGCAACG 
ACGGCCGCGC 
CTGGCCATGC 
AGCCCCGGCT 
CGGCTCAACA 
CCCGCCGGCA 
TACAGCAACG 
CGTCCTGGGC 
TTTAATTCTA 
ATTCCACCCC 
TGCCTT CAGA 
TGGGTTGTTT 
GCCATAGAAT 
TTCATAAAGA 
TTGACTAAGT 
AGGGGGAATA 
TTAAGATTTT 
GTGACTAGAA 



CGAGCCCAGG 
ACAGTGCCTC 
ACAGCAGCAT 
GCATGACCAA 
GTGGCGGTGG 
CCGACGGCGC 
.CCGTCGCCTC 
GGAACGGCGG 
CCAACTCCTT 
TCGTGCTCCC 
AGAGGGTCTA 
AGAGCAACCT 
TTGGCCTCGA 
TGTCAGGACC 
ACGTGTTCAC 
GCATCCACGC 
CCGGCCAGGC 
GCACTTTGAA 
CTCTTTCTTT 
GGGTCAGACG 
TGCTTTCCTT 
ACTCAGTCTT 
TCTTGATATG 
CAAATGAAAT 
GTATTTTAGA 
CTTACTTGCA 
TGTTTAAAAA 



CGGCCTGGAC 
GGTGCTCAAG 
CTGGAACTAC 
GCCCCCCAGC 
CGGGGGGCTG 
GGCCGCCCGC 
CGACCCGCTG 
CGGGGGCGGG 
GCTGTACACT 
GCTGGTGCAC 
CACCACGGGC 
GCTGCCCAAC 
CCCCAAGACG 
GTTCGGCGGC 
CACGGCCGAG 
GGCACAGACT 
CCCGCTTGGA 
TTCGAGCAGG 
CACCTGACTT 
ACCAGTTGCC 
TGCATCTTTA 
GTGGTCAAGA 
ATCAAGATGG 
AGGGTGGTTT 
ATTTTATGCA 
CATAAAAATA 
AAAAAAAAAC 
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Seq ID NO: 144 DMA Sequence 

Nucleic Acid Accession ft: NM_00S806-1 i. 
Coding sequence : 105 . . 1076 

1 11 21 31 • 41 

I I t t I 

CCCTGAGGCT TTTCGGAGCG AGCTCCTCAA ATCGCATCCA GATTTTCGGG 
GGAGGACCCT GCGAAAGCTG CGACGACTAT CTTCCCCTGG GGCCATGGAC 
GCCTGGTGTC CAGCCGCCCG TCGTCGCCAG AGCCCGATGA CCTTTTTCTG 
GTAAGGGCAG CAGCGGCAGC GCCTTCACTG GGGGCACCGT GTCCTCGTCC 
ACTGCCCGCC GGAGCTGAGC GCCGAGCTGC GCGGCGCTAT GGGCTCTGCG 
CTGGGGACAA GCTAGGAGGC AGTGGCTTCA AGTCGTCCTC GTCCAGCACC 
CGTCGTCGGC GGCTGCGTCG TCCACCAAGA AGGACAAGAA GCAAATGACA 
TGCAGCAGCT GCGTCTCAAG ATCAACAGCC GCGAGCGCAA GCGCATGCAC 
TCGCCATGGA TGGCCTCCGC GAGGTCATGC CGTACGCACA CGGCCCTTCG 
TTTCCAAGAT CGCCACGCTG CTGCTGGCGC GCAACTACAT CCTCATGCTC 
TGGAGGAGAT GAAGCGACTG GTGAGCGAGA TCTACGGGGG CCACCACGCT 
CGTCGGCCTG CGGCGGCCTG GCGCACTCCG CGCCCCTGCC CGCCGCCACC 
CAGCAGCAGC GCACGCCGCA CATCACCCCG CGGTGCACCA CCCCATCCTG 
CCGCAGCGGC TGCTGCCGCC GCTGCAGCCG CGGCTGTGTC CAGCGCCTCT 
CCGGGCTGCC GTCGGTCGGC TCCATCCGTC CACCGCACGG CCTACTCAAG 
CTGCCGCGGC CGCCCCGCTG GGGGGCGGGG GCGGCGGCAG TGGGGCGAGC 
AGCACTGGGG CGGCATGCCC TGCCCCTGCA GCATGTGCCA GGTGCCGCCG 
ACGTGTCGGC TATGGGCGCC GGCAGCCTGC CGCGCCTCAC CTCCGACGCC 
ACTGGCGCCG GCG CGTTCTG GCGACAGGGG AGCCAGGGGC CGCGGGGAAG 
CCTGCGCTGG GCTCGGGAGC TCTGTCGCGA GGAGGGGCGC AGGACCATGG 
GGGCATGGTG GGGATTCCAG CATCTGCGAA CCCAAGCAAT GGGGGCGCCC 
GGGGAGTGAG GGGATGTTCT CTCCGGGACC TGATCGAGCG CTGTCTGGCT 
CTGGTCCAGT AGACATCGTT TTATGAAAAG GTACCGCTGT GTGCATTCCT 
CATCCGACCC CCGACCACCA CCTCCGGGAA AAGATTCTAA AAACTTCTTT 
GTGGCCTGAC TTGCAGACTC GGCTTGGGCA GCACTTCGGG GGGGGAGGGG 
AGGGGGACAC ATTGGGGCCT TGCTCCTCTT CCTCCTTTCT TGGCGGGTGG 
GTAGCCGCAC TGCAGAAGCA ACAGCCCGAC CGCGCCCTCC AGGGTCGTCC 
GCCAGGGGCC ACAAGTTAGT TGGAAGCCGG CGTTCGGTAT CAGAAGCGCT 
TCCAATCTCA ATATCTGGGT CAATCCACAC CCTCTTAGAA CTGTGGCCGT 
CTCTCGTTGA TTTGGGAGAA TATGGTTTTC TAATAAATCT GTGGATGTTC 
AGTATGAGCA AGTTTATAGA CATTCAGAGT AGAACCACTT GTGGATTGGA 
ACTGCCGATT TCAGGGGCGG GTGCATTGTA GTTATTATTT TAAAATAGAA 
CGACTCATCT TTCCTTCTCT AAGCACAAAG TGATTTGGTT ATTTTGGTAC 
AACAGAATTA AAAGGCAGTT GCTGTGGAAA CAGTTTGGGT TATTTGGGGG 
TTTTTAAAAT TTTCTTTTTT GGATGTGTAA ATTTATCAAT GATGAGGTAA 
CTAAGCTGTT-TGCTCACGTG ACTGCCAGCC CCATCGGAGT CTAAGCCGGC 
TTTGGTTTAT TTTTGCCACG TTTAACACAA ATGGTAAACT CCTCCACGTG 
TCCGTGCAAG CCGCCTCGGC GCTGCCTGCG TTGCAAACTG GGCTTTGTAG 
GTAACACCCT TCCTCTGATC GCACCGCCCC TCGCAGAGAG TGTATCATCT 
TGTAAAAACA AAGTGCTAAA TAATATTTAT TACTTGTTTG GTTGCAAAAA 
GACTGAGTGT TGAGATTTTA AATAAAATTT AAAGT 



51 
I 

TCCGAGGGAA 
TCGGACGCCA 
CCGGCCCGGA 
ACCCCGAGTG 
GGCGCGCATC 
TCGTCGTCTA 
GAGCCGGAGC 
GACCTCAACA 
GTGCGCAAGC 
ACCAACTCGC 
GGCTTCCACC 
GCGCACCCGG 
CCGCCCGCCG 
■ CTGCCCGGAT 
TCTCCGTCTG 
GGGGGCTTCC 
CCGCACCACC 
AAGTGAGCCG 
CGAGGACTGG 
ACTGGGGGTG 
ACAGAGCAGT 
TTAACCfGAG 
CACTAGAACT 
CCCTGAGAGC 
GTGTTATGGG 
GAG ACT CCGG 
CTGGCCCAAG 
GATGGTCATA 

CTTCTTCAAC 
ATAACCCAAA 
ACTACCCCAC 
CTGAGAACGT 
TTCTGTTGGC 
GTGCGCAATG 
TTTCCTCTAT" 



CGTCTGCCGT 
GTTTTATTTT 
CGGAATAAAT 



Seq ID NO: 145 DNA Sequence 

Nucleic Acid Accession ft: XM_045127.3 

Coding sequence: 21.. 4469 

1 11 21 31 41 51 

I I I I I I 

ATGGTGCCGA GACTCTGTGC ATGACCGTGC TGGAAGAAAG CAGCATCTCT CTAATGAGTA 
GCGTCGTAGC AGACTTCTCT GAATTTGAGG AAGATCCTCA AGTATTTAAT ACGCTTTTCC 
CCTCCAGACC TATCGTCCCA CTTTCTTCTA GATCCATGGA AATCTCAGAG ACGAGTGTTG 

707 
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